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<210> 1 

<211> 357 

<212> PRT 

<213> Homo sapiens 

<400> 1 

Met Ala Thr Thr Val Pro Asp Gly Cys Arg Asn Gly Leu Lys Ser Lys 
1 5 10 15 



Tyr Tyr Arg Leu Cys Asp Lys Ala Glu Ala Trp Gly lie Val Leu Glu 
20 25 30 



Thr Val Ala Thr Ala Gly Val Val Thr Ser Val Ala Phe Met Leu Thr 
35 40 45 



Leu Pro lie Leu Val Cys Lys Val Gin Asp Ser Asn Arg Arg Lys Met 
50 55 60 



Leu Pro Thr Gin Phe Leu Phe Leu Leu Gly Val Leu Gly lie Phe Gly 
65 70 75 80 



Leu Thr Phe Ala Phe lie lie Gly Leu Asp Gly Ser Thr Gly Pro Thr 

85 90 95 



Arg Phe Phe Leu Phe Gly lie Leu Phe Ser lie Cys Phe Ser Cys Leu 
100 105 110 



Leu Ala His Ala Val Ser Leu Thr Lys Leu Val Arg Gly Arg Lys Pro 
115 120 125 



Leu Ser Leu Leu Val lie Leu Gly Leu Ala Val Gly Phe Ser Leu Val 
130 135 140 



Gin Asp Val lie Ala lie Glu Tyr lie Val Leu Thr Met Asn Arg Thr 
145 150 155 160 



Asn Val Asn Val Phe Ser Glu Leu Ser Ala Pro Arg Arg Asn Glu Asp 

165 170 175 



Phe Val Leu Leu Leu Thr Tyr Val Leu Phe Leu Met Ala Leu Thr Phe 
180 185 190 



Leu Met Ser Ser Phe Thr Phe Cys Gly Ser Phe Thr Gly Trp Lys Arg 
195 200 205 



His Gly Ala His lie Tyr Leu Thr Met Leu Leu Ser lie Ala lie Trp 
210 215 220 



Val Ala Trp lie Thr Leu Leu Met Leu Pro Asp Phe Asp Arg Arg Trp 
225 230 235 240 



Asp Asp Thr lie Leu Ser Ser Ala Leu Ala Ala Asn Gly Trp Val Phe 

245 250 255 



Leu Leu Ala Tyr Val Ser Pro Glu Phe Trp Leu Leu Thr Lys Gin Arg 
260 265 270 



Asn Pro Met Asp Tyr Pro Val Glu Asp Ala Phe Cys Lys Pro Gin Leu 
275 ~ 280 285 



Val Lys Lys Ser Tyr Gly Val Glu Asn Arg Ala Tyr Ser Gin Glu Glu 
290 295 300 



lie Thr Gin Gly Phe Glu Glu Thr Gly Asp Thr Leu Tyr Ala Pro Tyr 
305 310 315 320 



Ser Thr His Phe Gin Leu Gin Asn Gin Pro Pro Gin Lys Glu Phe Ser 

325 330 335 



lie Pro Arg Ala His Ala Trp Pro Ser Pro Tyr Lys Asp Tyr Glu Val 
340 345 350 



Lys Lys Glu Gly Ser 
355 



<210> 2 

<211> 2302 

<212> DNA 

<213> Homo sapiens 

<400> 2 

ccaaggtctc ccccagcact gaggagctcg cctgctgccc tcttgcgcgc gggaagcagc 
60 

accaagttca cggccaacgc cttggcacta gggtccagaa tggctacaac agtccctgat 
120 

ggttgccgca atggcctgaa atccaagtac tacagacttt gtgataaggc tgaagcttgg 
180 

ggcatcgtcc tagaaacggt ggccacagcc ggggttgtga cctcggtggc cttcatgctc 
240 

actctcccga tcctcgtctg caaggtgcag gactccaaca ggcgaaaaat gctgcctact 
300 

cagtttctct tcctcctggg tgtgttgggc atctttggcc tcaccttcgc cttcatcatc 
360 



ggactggacg ggagcacagg 
420 

tgcttctcct gcctgctggc 
480 

cccctttccc tgttggtgat 
540 

atcgctattg aatatattgt 
600 

ctttccgctc ctcgtcgcaa 
660 

atggcgctga ccttcctcat 
720 

agacatgggg cccacatcta 
780 

atcaccctgc tcatgcttcc 
840 

gccttggctg ccaatggctg 
900 

ctcacaaagc aacgaaaccc 
960 

ctcgtgaaga agagctatgg 
1020 

ggttttgaag agacagggga 
1080 

aaccagcctc cccaaaagga 
1140 

aaagactatg aagtaaagaa 
1200 

agccgggcgg cagatctagc 
1260 



agaaaactgt acaagacact 
1320 



gcccacacgc ttcttcctct 
tcatgctgtc agtctgacca 
tctgggtctg gccgtgggct 
cctgaccatg aataggacca 
tgaagacttt gtcctcctgc 
gtcctccttc accttctgtg 
cctcacgatg ctcctctcca 
tgactttgac cgcaggtggg 
ggtgttcctg ttggcttatg 
catggattat cctgttgagg 
tgtggagaac agagcctact 
cacgctctat gccccctatt 
attctccatc ccacgggccc 
agagggcagc taactctgtc 
gggagctcaa agggatgtgg 
acgggaacag tttgcctccc 



ttgggatcct cttttccatc 
agctcgtccg ggggaggaag 
tcagcctagt ccaggatgtt 
acgtcaatgt cttttctgag 
tcacctacgt cctcttcttg 
gttccttcac gggctggaag 
ttgccatctg ggtggcctgg 
atgacaccat cctcagctcc 
ttagtcccga gttttggctg 
atgctttctg taaacctcaa 
ctcaagagga aatcactcaa 
ccacacattt tcagctgcag 
acgcttggcc gagcccttac 
ctgaagagtg ggacaaatgc 
gcgaaatctt gagtcttctg 
tcccagcctc aaccacaatt 



cttccatgct ggggctgatg 
1380 

tttttttttt ttgtctcatc 
1440 

agtttagacc cttactcttt 
1500 

gcttgagtgc agtggtgcga 
1560 

tcctcccatc tccatctccc 
1620 

taggccctta atcttgctgt 
1680 

ctggctcaca cagctctagg 
1740 

gtggcccaga gcagacctgc 
1800 

ggcctgaatc tacactggaa 
1860 

tgggtaggag aggctaaaga 
1920 

tgggcctcag cagctcccca 
1980 

ccaaacttgc tgtcaattcc 
2040 

agacctcact agcacaagcc 
2100 

ttcaaattcc tggggctgat 
2160 

accgcattta cggctgcatt 
2220 

gtataataag ttattcacct 
2280 



tgggctagta agactccagt 
ctttggatac ttcttttaag 
ttgtttgttt tttgaaacag 
tcacagccca gtgcagcctc 
aaagtgctgg gatgacaggc 
tattttccat ggactaaagg 
ggcctgctcc tctaactcac 
atatctgagc aaaaatagca 
gccaacttgc tggcaccccc 
tcaccctaaa tttactcatc 
gcaccaattc acaggtcacc 
gagatctaat ctccccctac 
cggttgctcc ttgtcaggag 
acttctctca tcttgcaccc 
ctgtaagtgg gcatggtctc 
gagtatgcaa taaagatgtg 



tcttagaggc gctgtagtat 
tgggagtctc aggcaactca 
gatcttgctc tgtcacccag 
gaccacctgt gctcaagcaa 
gtgagccaca gctcccagcc 
tctggtcatc tgagctcacg 
agtgggtttt gtgaggctct 
aaagcctctc tcagcccact 
gctccccaac ccttcttgcc 
tctctagtgc tgcctcacat 
cctctcttct tgcactgtcc 
gctctgccag gaattctttc 
aatttgtaga tcattctcac 
caacctctgt aaatagattt 
ctaatggagg agtgttcatt 
gtggccactc tttcatggtg 



gtggcagcaa aaaaaaaaaa aa 
2302 
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Primer 
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ctcgtgaaga agagctatgg tc 


22 
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Primer 


<400> 


4 



cactcttcag gacagagtta gc 
22 



